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<211> 
<212> 



<110> APPLICANT: Geerts , Hugo 
Hasure, Stefan 
Cik, Hiroslav 
Meert, Theo 
Ver Donk, Luc 

<120> TITLE OF INVENTION: Neurotrophic Growth Factor 
<130> FILE REFERENCE: 50936/702 
<140> CURRENT APPLICATION NUMBER: 09/357,349 
<141> CURRENT FILING DATE: 1999-07-14 
<150> PRTOR APPLICATION NUMBER: 9815283.8 
<151> PRIOR FILING DATE: 1998-07-14 
<150> PRTOR APPLICATION NUMBER: 09/24 8,77 2 
<151> PRIOR FILING DATE: 1999-02-12 
<150> PRIOR APPLICATION NUMBER: 09/327,668 
<151> PRIOR FILING DATE: 1999-06-08 
<160> NUMBER OF SEQ ID NOS : 15 
<170> SOFTWARE: Patentln Ver. 2.0 
<210> SEQ ID NO: 1 
LENGTH: 3 39 
TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<4 00> SEQUENCE: 1 

gctgggggcc cgggcagccg cgctcgggca gcgggggcgc ggggctgccg cctgcgctcg 60 

cagctgqtgc cggtgcgcgc gctcggcctg ggccaccgct ccgacgagct. ggtgcgtttc 120 

cgcttctgca gcggctcctg ccgccgcgcg cgctctccac acgacctcag cctggccagc 180 

ctactgggcg ccggggccct gcgaccgccc ccgggctccc ggcccgtcag ccagccctgc 240 

tgccgaccca cgcgctacga agcggtctcc ttcatggacg tcaacagcac ctggagaacc 300 

gtggaccgcc tctccgccac cgcctgcggc tgcctgggc 3 39 

<210> SEQ ID NO: 2 

<211> LENGTH: 474 

<212> TYPE: DNA 

< 2 1 3 > ORGANISM: Homo sapiens 

<400> SEQUENCE : 2 

cgccgccgca gccttctcgg cccgcgcccc cgccgcctgc acccccatct gctcttcccc 60 
gcgggggccg cgcggcgcgg gctgggggcc cgggcagccg cgctcgggca gcgggggcgc 120 
ggggctgccg cctgcgctcg cagctggtgc cggtgcgcqc gctcggcctg ggccaccgct 180 
ccgacgagct ggtgcgtttc cgcttctgca gcggctcctg ccgccgcgcg cgctctccac 240 
acgacctcag cctggccagc ctactgggcg ccggggccct gcgaccgccc ccgggctccc 300 
ggcccgtcag ccagccctgc tgccgaccca cgcgctacga agcggtctcc ttcatggacg 360 
tcaacagcac ctggagaacc gtggaccgcc tctccgccac cgcctgcggc tgcctgggc t 4 20 
gagggctcgc tccagggctt tgcagactgg acccttaccg gtggctcttc ctgc 
<21.6> SEQ ID NO: 3 
<211> LENGTH: .113 
<212> TYPE: PRI 1 
<2 1 3> ORGANISM: Homo sapiens 
<4Q0> SEQUENCE: 3 

Ala Gly Glv Pro Gly Ser Arg Ala Arg Ala Ala Gly Ala Arg Gly Cys 



4 74 
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88 <210> SEQ ID NO: 4 

89 <211> LENGTH: 139 

90 <212> TYPE: PRT 

91 <213> ORGANISM: Homo sapiens 

93 <4 00> SEQUENCE: <* 

94 Pro Pro Gin Pro Ser Arg Pro Ala Pro Pro Pro Pro Ala Pro Pro Ser 

95 1 5 10 15 

( j7 Ala Leu Pro Arq Gly Gly Arg Ala Ala Arg Ala Gly Gly Pro Gly Ser 
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119 130 135 

122 <210> SEO ID NO: 5 

123 <211> LENGTH : 819 
1.24 <212> TYPE: DMA 

125 <213> ORGANISM: Homo sapiens 

127 <4 00> SEQUENCE: 5 

128 gagtttcccc tccacacagc taggagccca tgcccqgcct gatctcagcc cgaggacagc 60 

129 ccctccttga ggtccttcct ceccaagccc acctgggtge cct.ctttctc cctgaggctc 120 

130 cacttggtct ctccgcgcag cctgccctgt ggcccaccct ggccgctctg gctctgctga 180 

131 gcagcgtcgc agagqcctcc ctgggctccg cgccocgcag ccctgccccc cgcgaaggcc 240 

132 ccccgcctgt cctggcgtoc cccgccggcc acctgccggg taggtgagag ggcgaggggg 300 

133 cggggcqggg ctggcccggg acaccgcgcq tgactgggtc tcattccagg gggacgcacg 360 

134 gcccgctggt gcagtggaag agcccggcgg ccgccgccgc ayccttctcg gcccgcgccc 4 20 
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135 ccgccgcctg cacccccatc tqctcttccc cqcgqqqqcc gcgcggcgcg ggctqggggc 480 

136 ecgggcagcc gcgctcgggc agegygggeg cqgggctgcc gcctgcgctc gcagctggtg 540 
1j7 ccgqtqcgcg cgctcgqcct qgqccaccqc tccqacqaqc tggtgcqttt ccqcttctqc 600 
139 agcggctcct qccgccqcqc acgctctcca cacqacrtca qcctggccag cctactqgqc 660 
13'J qccggggccc tqcqaccqcc cccgggctcc cqycccgtca gccaqccctg ctgccgaccc 720 
14U dcgcgctacg uageggtetc cttcatgqac gtcaacagca cctggagaac cgtggaccgc ^80 
141 ctctccgcca ccqcctqcqg ctgcctqgqc tgaggqetc 819 
14 3 <210> SEQ ID NO: 5 

144 <211> LENGTH: 85 

145 <212> 1YPE: PR! 

146 <213> ORGANISM: Homo sapiens 
14 3 <400> SEQUENCE: 6 
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168 <210> SEQ ID NO: 7 

169 <211> LENGTH: 159 
HO <2J2> TYPE: PRT 

171 <213> ORGANISM: Homo sapiens 

17 3 <400> SEQUENCE: 7 
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20 Z <2I0> SEy IU NO: 8 

206 <jll> LENC1H: 1188 

107 ^212> TYPE: DMA 

208 <213> ORG AM ISM : Homo sapiens 

210 <40U> SEOUEHCE: 3 

211 ctgatgggcg ctcctggtgt tgatagagat ggaacttyga cttggaggcc tctccacgct 60 

212 utcccactqc ccctgqccta qgcqgcagqt qaqtgqttct cccagtgact cctacctgqt 120 

213 actgaqgaaa qgcggcttqa ctgqtqagqg agaqcagggc ttggcttggg cagcggttaq 180 
211 gtgtgggagq qaaaatggtc agggagqgac caggtgaatg ggaggaggag cgqgacttct 24 0 
215 ctgaatggtc ggtgcactca ggtgattcct cccctgggct cccagaggca gcaaacccat 300 
JIG tatdrtqqaa cctagqccct tectgaqttt cccctccaca cagctaggag cccatgcccg 360 
21*7 qcctgatetc agcccqagqa cagcccctcc ttgaggtcct tcctccccaa gcccacctqq 420 

218 qtgccctctt tctccctgag qctccacttg qtctctccgc qcaqcctgcc ctgtggccca 4 80 

219 ccrtqgcrqc tctggctctq ctqagcagcg tcgcagaggc ctccctgggc tccqcqcccc 540 

220 qcagccctgc cccccycgaa ggccccccgc ctgtectggc gtcccccgcc ggccacctgc 600 

221 cqqqtaqgtq agaqqqcqaq qgqqcgqgqc qgqqctqgcc cggqacaccq cqcqtqactq 660 
2 22 qgtctcattc cagggggacg cacqgcccqc tggtgcagtg gaagagcceg qcggccgccg 7 20 

223 ccgcagccLt ctcggcccqc qcececgccg cctgcacccc catctgctct Lccccgcggg 780 

224 qgccgcqcgg cgcqggctgg gggcccqggc agccgcgctc gggcagcggg ggcgcggggc 840 

225 rgccqcctqc qctcgcagct qgtqccqgtg cgcgcqctcg qcctgqqcca ccgctccgac 900 

226 gagctggtgc gtttccqctt ctgcagcgyc tcctgccgcc gcgcgcqctc tccacacgac 950 

227 cteagcctqg ccagcctact gggcgccggg gccctgcgac cgcccccggg ctcccggccc 1020 

228 gtcagccagc cctgctgccg acccacgcgc tacgaagcgg tctccttcat ggacgtcaac 1080 

229 agcacctgga gaaccgtgga ccgcctctcc qccaccgcct gcggctgcct gggctgaggg 1140 

230 ctcqctccag qgctttgcag actqgaccct taccggtggc tcttcctg 1188 
232 <210> SEQ TD HO: 9 

23 3 <211> LENGTH: 22B 
2 34 <212> TYPE: PRT 
23 5 <213> ORGANISM: Homo sapiens 
2 37 <4 00> SEQUENCE : 9 
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266 145 150 155 160 

268 Scr Cys Ar<j Arg Ala Arg Ser Pro His Asp Leu Scr Leu Ala Ser Leu 
n b9 165 HO 175 

^1 Leu Glv Ala Gly Ala Leu Arg Pro Pro Pro Gly Ser Arq Pro val Ser 

; 7 , ' iso 185 190 

274 Cln pro Cvs Cvs Arg Pro Ihr Arg ryr Glu Ala Val Ser Phe Met Asp 

275 195 200 205 

?"»7 val Asn Ser fhr Trp Arg Thr val Asp Arg Leu Ser Ala Thr Ala Cys 
2-78 210 215 220 

280 Gly Cys Leu Gly 

281 225 

284 <210> SEQ ID NO: 10 

285 <211> LENGIH: 220 
280 <212> TYPE: PRT 

287 <213> ORGANISM: Homo sapiens 

289 <4 00> SEQUENCE: 10 

290 Met Glu Leu Gly Leu Gly Gly Leu Ser Thr Leu Ser His Cys Pro Trp 
>«U 15 10 15 
■>93 Pro Arg Arg Gin Pro Ala Leu Trp Pro Thr Leu Ala Ala Leu Ala Leu 
294 20 25 30 

096 Leu Ser Ser Val Ala Glu Ala Ser Leu Gly Ser Ala Pro Arg Ser Pro 
297 35 40 45 

299 Ala Pro Arg Glu Gly Pro Pro Pro Val Leu Ala Ser Pro Ala Gly His 

300 50 55 &0 

302 Leu Pro Gly Glv Arg Thr Ala Arq Trp Cys Ser Gly Arg Ala Arg Arg 

303 65 " 70 75 80 

305 Pro Pro Pro Gin Pro Ser Arg Pro Ala Pro Pro Pro Pro Ala Pro Pro 

306 85 90 95 

308 Ser Ala Leu Pro Arg Gly Gly Arg Ala Ala Arg Ala Gly Gly Pro Gly 

309 100 105 HO 

311 Ser Arg Ala Arg Ala Ala Gly Ala Arg Gly Cys Arg Leu Arg Ser Gin 
3]*? 115 I 20 125 

314 leu Val Pro Val Arg Ala Leu Gly Leu Gly His Arg Ser Asp Glu Leu 

315 130 135 140 

317 Val Arq Phe Arg Phe Cys Ser Gly Ser Cys Arg Arg Ala Arg Ser Pro 

318 145 " 150 155 160 

320 His Asp leu Ser Leu Ala Ser Leu Leu Gly Ala Gly Ala Leu Arg Pro 

321 165 170 175 

J?3 Pro Pro Glv Ser Arg Pro Val Ser Gin Pro Cys Cys Arg Pro Thr Arg 

324 * 180 185 190 

325 Tyr Glu Ala Val Ser Phe Met Asp Val Asn Ser Thr Trp Arg Thr Val 
327 - 195 200 205 

329 Asp Arg Leu Ser Ala Thr Ala Cys Gly Cys Leu Gly 

330 210 215 220 

333 <210> SEQ ID MO: 11 

334 <211> LENGTH: 7 66 
33 5 <212> TYPE: DMA 

336 <213> ORGANISM: Homo sapiens 
33 8 <400> SEQUENCE: 11 
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